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My research centers on studying transmembrane signaling through biophysical methods and 
protein engineering approaches.  
 
Education 
 

Stanford University, Stanford, CA 
Ph.D. in Structural Biology (09/2009 – 04/2014; thesis advisor Brian Kobilka, M.D.) 
 
University of Minnesota Twin Cities, Minneapolis, MN 
B.S. summa cum laude and with high distinction; major in Biochemistry, minor in Chemistry (2009) 
B.S. Mathematics degree with high distinction (2009) 
Certified proficiency in spoken and written Mandarin Chinese and French languages (2007)  
 
Academic appointments 
 

Professor (2020 – present) 
Department of Biological Chemistry and Molecular Pharmacology 
Harvard Medical School 
 

Associate Professor (2017 – 2020) 
Department of Biological Chemistry and Molecular Pharmacology 
Harvard Medical School 
 

Assistant Professor (2014 – 2017) 
Department of Biological Chemistry and Molecular Pharmacology 
Harvard Medical School 
 
Selected awards 
 

Richard A. Smith Excellence in Biomedical Research Prize (2024) 
ASPET John J. Abel Award (2024) 
Amgen Young Investigator Award (2019) 
Sloan Research Fellowship (2017) 
Vallee Scholars Award (2016) 
Klingenstein-Simons Fellowship Award in Neuroscience (2016) 
Forbes 30 under 30 list in healthcare (2016) 
Smith Family Award for Excellence in Biomedical Research (2015) 
NIH Director’s Early Independence Award (2015) 
National Science Foundation Graduate Research Fellowship (2010 – 2013) 
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Phi Beta Kappa (2009) 
Graduation summa cum laude and with high distinction, University of Minnesota (2009) 
 
Teaching 
 

Harvard Medical School 
Course director and lecturer 
BCMP250: Biophysical and biochemical mechanisms of protein function (course director 2017 – 
2024; lecturer 2017 – present) 
 
Guest lecturer 
BCMP236: Principles of Drug Action in People (2016 – present) 
 
Stanford University 
Teaching assistant, Methods in Molecular Biophysics (2013) 
 
University of Minnesota, Twin Cities 
Teaching assistant, Department of Biochemistry, Molecular Biology, and Biophysics (2007) 
Teaching assistant, Institute of Technology Center for Educational Programs (2005 – 2006) 
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Ad hoc reviewer: Analytical Chemistry, Bioorganic and Medicinal Chemistry Letters, Biophysical 
Journal, Biotechnology Journal, Cell, Cell Reports, Cell Systems, eLife, EMBO Journal, Journal of the 
American Chemical Society, Journal of General Physiology, mAbs, Molecular Pharmacology, Nature, 
Nature Communications, Nature Chemical Biology, Nature Reviews Molecular Cell Biology, Nature 
Reviews Drug Discovery, Nature Structural and Molecular Biology, Neuron, Proceedings of the 
National Academy of Sciences of the USA, Protein and Cell, Science, Science Advances, Science 
Immunology, Scientific Reports, Structure  
 

Board of Reviewing Editors member eLife, 2020-2022 
Editorial Advisory Board member Molecular Pharmacology, 2023-present 
 
Grant review activities 
 

2015 Wellcome Trust, Sir Henry Wellcome 
Postdoctoral Fellowship review committee 
 

Ad hoc reviewer 

2016 Swiss National Science Foundation, Sinergia 
Grant program 
 

Ad hoc reviewer 

2017 Human Frontier Science Program Organization 
(HFSPO) 
 

Ad hoc reviewer 

2017 
 

Foundation for Polish Science Ad hoc reviewer 



Andrew C. Kruse  
 

2019 European Research Council Starting Grant 
program 
 

Ad hoc reviewer 

2020 Israel Science Foundation 
 

Ad hoc reviewer 

2020 NIH Special Emphasis Panel ZRG1 MDCN-V 
 

Ad hoc reviewer 

2020 Medical Research Council Laboratory of 
Molecular Biology 
 

Program reviewer 

2022 Austrian Science Fund Ad hoc reviewer 

2022 Czech Science Foundation Ad hoc reviewer 

2022 NIH Special Emphasis Panel ZRG1 F04A-V(20)L 
(F31/F32 Fellowship applications) 
 

Ad hoc reviewer 

2023 NIH Special Emphasis Panel ZRG1 F04A-K(20) 
(F31/F32 Fellowship applications) 
 

Ad hoc reviewer 

2023 Agency for Health Quality and Assessment of 
Catalonia 
 

Ad hoc reviewer 

2023 European Research Council Starting Grant 
program 
 

Ad hoc reviewer 

2024 Swiss National Science Foundation Ad hoc reviewer 
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Ab Initio Biotherapeutics (now a 
part of Ligand Pharmaceuticals) 
 

2016 - 2020 Co-founder, Scientific Advisor Institute for Protein Innovation 
 

2019 - 2024 Co-founder, Board of Directors 
member 

Tectonic Therapeutic, Inc. 
(NASDAQ: TECX) 

 
2021 

 
Co-founder, Scientific Advisor 

 
Seismic Therapeutic, Inc. 
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